






Previous Molecular Studies of IBV in Thailand



Recombinant detection

Identity comparison

Genotype classification
(spatio-temporal distribution)



Pre-molecular analysis: sample selection and preparation

Top 5 most common clinical signs



MOLECULAR ANALYSIS
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Evidence of a recombinant IBV 



80.1

H120
% Nucleotide Identity with Vaccine Reference Strains

H120

% Nucleotide Identity with Vaccine Reference Strains

Identity comparison of Field Isolates with 
Vaccine Reference Strains









11 Vaccinated & Not Vaccinated   
QX vaccine , 4/91 vaccine, DLD vaccine    >  95%

1 Recombinant
DLD vaccine, QX vaccine , 4/91 vaccine  ≤ 75-80



Vaccine–Field Strain 
Genetic Comparison

Whole-Genome 
Sequencing

Recommendation

Whole-Genome 
Sequencing
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