-~

reasammsiuauMWETS UR 1 2554 89

LS
e

i

ﬂ’]SLﬁ]’ﬁsz\‘lﬁ’\%izﬂ’]ﬂ%ﬂﬂ’]‘ixéﬁ)ﬁd LaQamadvh%'a'[‘mﬂ"muauﬁﬂﬁlasJ
Tnilia ﬁ‘ixﬁ’\(ﬂ‘l%ﬂixmﬂiﬂﬂ sepI9T) W.61.2553-2554
Molecular Epidemiology Surveillance of Foot and Mouth Disease Virus Type A

Occurring in Thailand between the year 2010-2011
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Abstract

Molecular epidemiology surveillance of twelve. samples of foot and mouth disease virus
type A occurring in Thailand between the year 2010-2011 was performed by ELISA typing and PCR
technique using specific primer 1C-612/NK61. The PCR product (813 bp) was analyzed using nu-
cleotide sequencing. The sequence of 636 bp VP1 genome from each virus isolate was compared
and phylogenetic tree was constructed. It was found thag all of type A virusés did not have genetic
variation and belonged to ASIA topotype as same as the past few years. The molecular epidemiologi-
cal information in this study is beneficial for database, investigation of genetic variation and support

the seed virus selection to enhance the efficacy of vaccine production.
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